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# o+ = =+ 5P19Z Triticum aestivum_HMT_D31 (0.00%|0.00%|0%|0.25%|0.01%)

* = 5P224 Brevundimonas terrae (0%|0.14%|0%|0%|0%)
5P177 Sphingomonas changbaiensis (0.06%|0%|0%|0%|0.00%)
*  5P205 Novosphingobium chloroacetimidivorans (0% 0.07%)|0%| 0% 0%)
* 5P556 Novosphingobium barchaimii (0.00%]0.05%|0%|0.00%|0%)
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* + = 5P111 Campylobacter concisus HMT 575 (0.01%|0.49%|0.01%|0.02%|0.02%)

* o+ = = + 5P54 Campylobactergracilis_ HMT_ 623 (0.01%|0.44%|0.03%|0.01%|0.02%)

* 5P249 Cardiobacterium hominis HMT 633 (0%]0.06%|0%|0%|0%)

* * 5P89 Escherichia coli HMT_574 (0%|0.05%|0%|0%|0%)

* * 5P136 Klebsiella pneumoniae_HMT 731 (0.00%|0.10%| 0% 0%|0.00%)
= + 5P400 Klebsiella oxytoca (0.00%]0.05%| 0% 0%|0.00%)

* = * 5P122 Haemophilus sputorum_HMT 944 (0%|0.06%|0%|0%|0%)

« @ + + + 5P34 Haemophilus parainfluenzae HMT_718 (0%]10.18%|0%|0%|0%)

* *= = = 5P191 Rodentibacter pneumotropicus (0.01%|0.21%|0%|0.00%|0.02%)

*+ & « = +« 5P188 Muribacter muris (0.00%|2.30%|0%|0%|0.00%)

* + = + 5P214 Haemophilus haemolyticus HMT_851 (0%]0.18%|0%|0%|0%:)
* + = + G5P348 Aggregatibactersp. HMT 458 (0%]0.20%|0%|0%| 0%
# + = = = 5P423 Aggregatibacter aphrophilus_ HMT 545 (0%]0.14%| 0% 0%| 0%)

v+ + « + SP55Q Aggregatibacter sp. HMT 513 (0%)0.05%]|0%)0%]|0%)

* 5P2 Pseudomaonas guguanensis (0%]0.79%|0%|0%|0%)
* 5P599 Acinetobacter johnsonii_HMT_297 (0%]0.12%|0%]0%|0%:)
* 5P336 Acinetobacter tjernbergiae (0%]0.05%|0%|0%|0%)

+ + « SP286 Lautropia mirabilis HMT 022 (0%]0.37%)|0%]|0%]0%)

« + 5P312 Kingella oralis HMT 706 (0%]0.13%]| 0%]0%]0%)

+ + + 5P198 Neisseria elongata HMT 598 (0%]0.17%]| 0%]0%|0%)

* ¢ 5P132 Neisseria subflava HMT 476 (0%|0.08%|0%|0%|0%)
* * * 5P149 Neisseria mucosa_HMT_682 (0%|0.40%|0%| 0% 0%)
5P325 Llysobacter gummosus (0%]0.31%)|0%|0%|0%)
*= = + +« + G5P355 Saccharibacteria_(TM7) [G-5] bacterium_HMT_356 (0.00%]0.11%|0%|0.00%|
* * * + 5P141 Saccharibacteria_(TMT7)_[G-1] bacterium_HMT_346 (0.00%(|0.18%|0%|0.01%|C
* + + + 5P142 Saccharibacteria_(TMT7)_[G-1] bacterium_HMT_349 (0.00%|0.09%|0%|0.00%|0.

+ + + « + 5P5EY Saccharibacteria (TM7) [G-1] bacterium HMT 348 (0.00%|0.07%|0%]0.01%|C

+ « « « 5P216 Saccharibacteria (TM7) [G-1] bacterium_ HMT 352 (0.00%]0.17%|0%|0.00%|0
+ = + « 5P70Saccharibacteria (TM7) [G-1] bacterium HMT 952 (0.00%]0.34%]|0%]0.02%]|0.C

=+ = = = 5PZ210Vibrionimonas magnilacihabitans (0.07%|0%|0.03%|0.05%|0.29%)

=+ * * + 5P289 Bergeyella sp._HMT_322 (0.01%]0.06%|0.01%|0.00%|0.00%)
* = * + + 5P588 Capnocytophaga leadbetteri HMT_329 (0.00%|0.08%|0%|0.01%|0%)
= * = + + G5P293 Capnocytophaga sp. HMT 336 (0%]0.05%|0%|0%|0%:)
= = & = = 5P524 Capnocytophaga sputigena HMT 775 (0.00%|0.06%|0%|0%|0.00%)
*# * + = + 5P5397 Capnocytophaga sp._ HMT_338 (0.00%|0.05%| 0%|0%:|0%)
*= = = = + G5P53]1 Capnocytophaga granulosa HMT 325 (0.00%|0.05%|0%|0.00%:|0.00%)
* =+ = +« 5P246 Capnocytophaga gingivalis HMT 337 (0%]0.08%|0%|0.01%|0.00%)

* + + +» = 5PJSE Bacteroidetes [G-5] bacterium_HMT 511 (0%|0.06%|0%|0%|0%)
—— * * + =« & G5P55 Bacteroides fragilis (1.02%|0%|0.04%|0.42%|1.02%)

*# + =+ = = 5P196 Prevotella nanceiensis_ HMT 299 (0.01%|0.18%|0%|0.0
‘|__— =+ ¢ + + 5PR13 Prevotella pleuritidis HMT_303 (0%]0.05%| 0% 0%|0%
— * * * = +« 5pP174 Prevotella sp. HMT 472 (0%|0.08%|0%|0%|0%)
=+ &+ = 5P2TT Prevotella oralis_HMT_T705 (0%|0.06%:|0%|0%|0%)

* 5P413 Prevotella oulorum_HMT 288 (0%|0.06%|0%|0%|0%)
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_|__ =+ = = =+ 5P207 Prevotella oris_HMT_311 (0.00%|0.25%|0%|0.00%|0.
* * = = = 5P144 Prevotella salivae_HMT_307 (0.02%]1.22%|0.01%|0.04
* = = = * 5P384 Prevotella denticola_HMT_291 (0.00%|0.26%:|0%| 0%
=+ = + = G5P220 Prevotella scopos_HMT 885 (0% 0.06%| 0% 0%|0%)
« ® « « + 5P39 Prevotella melaninogenica_ HMT 469 (0.69%|5.43%|0.04
* + = = * 5P77Prevotella sp._HMT_313 (0.06%|0.29%|0%|0.05%|0.05%
* ® « « « G5P53 Prevotella histicola_ HMT_298 (0.03%]3.22%|0%|0.02%,
* + + + = 5P123 Prevotella sp._HMT_306 (0.01%]0.83%|0%|0.02%|0.0
* + = = + 5P153 Prevotella veroralis_HMT_572 (0.00%|0.21%]|0%]0%|(
* + = = = 5P164 Prevotella sp. HMT 314 (0.02%)0.29%|0%(0.01%|0.01%
= = + + + 5P387 Prevotella sp._HMT_305 (0% 0.06%| 0% 0% 0%)
—— * * * = = 5P4] Prevotella nigrescens_HMT 693 (0.00%|0.50%|0%|0.0C
—— + + + & + G5P7S9 Prevotella pallens_ HMT_714 (0.01%|0.32%|0%|0%|0.01
=+ = = = 5P134 Alloprevotella tannerae_ HMT 466 (0%]0.34%|0%|0%|0
—— * * * * * 5P310Alloprevotella rava_HMT_302 (0.01%|0.34%|0%|0.00%|0%
—— + + =+ + =« G5P1&7 Alloprevotella sp. HMT_308 (0.03%]0.40%|0%|0.02%|0.06
=+ = = = 5P197 Tannerella forsythia_HMT_613 (0.00%]0.15%| 0% 0% 0%)
—— * =+ * =+ + 5P201 Porphyromonas pasteri HMT 279 (0.02%]0.33%|0%|0.03%|0.06'
i * 5P118 Porphyromonas gingivalis HMT 619 (0.02%|0.09%|0%|0.01%| 0.
* + & = = 5P245 Porphyromonas endodontalis HMT 273 (0%)0.33%|0%|0%|C
. . .DO S5PT Parabacteroides goldsteinii (45.42%|0.62%]31.15%|13.79%|44.04%)
* + = + + 5P145 Bacteroidales [G-2] sp._ HMT 274 (0.00%|0.21%|0%|0.00%|0%)
* * + G5P38 Calycanthus floridus_HMT_DO07 (0.01%]0.09%|0%]1.15%(0.04%)
* * = = 5P14 Fusobacterium periodonticum_HMT_201 (0.04%|0.85%|0%|0.02%|0.09%)
* + = = = 5P158 Fusobacterium nucleatum_subsp. vincentii HMT 200 (0.00%|0.09%|0%| 0.0
*# + = = + 5P59 Fusobacterium nucleatum (0.00%]0.51%|0%|0.00%|0.01%)
*# = =+ + 5PBZ Fusobacterium nucleatum_ss_animalis (0.00%]0.32%|0.01%|0.00%|0.00%:)
* =+ = = = 5P1589 Fusobacterium nucleatum_subsp. animalis HMT 420 (0%]0.08%|0%|0%| 0%
* * * * 5P109 Fusobacterium sp._HMT_203 {0.00%]0.16%|0%|0.00%|0%)
* + * + 5P189 Fusobacterium hwasookii_ HMT_953 (0%|0.07%|0%|0%|0%)
* = + = +« 5P15 Fusobacteria [G-1] sp. HMT_AT71 (0%]0.10%|0%|0.01%|0%)
.. * * 5P285 Leptotrichia sp._HMT_221 (0.01%|0.08%|0%|0.01%|0.00%)
* * 5P477 Leptotrichia sp._HMT_392 (0%]0.10%|0%|0.00%|0%)
* * 5P560 Leptotrichia sp. HMT_212 (0.00%]0.07%|0%|0%|0.01%)
* * 5P175 Leptotrichia sp._HMT_215 (0.00%]0.15%|0%|0%]0.01%)
= * * 5P206 Leptotrichia sp._HMT_498 (0.00%]0.14%|0%|0.02%]0.00%)
* * 5PB1 Leptotrichia buccalis_ HMT 563 (0.00%]0.27%|0%|0.01%|0%)
*= * 5P183 Leptotrichia sp._HMT_225 (0.00%]0.05%|0%|0.01%|0%)
* * 5P439 Leptotrichia hofstadii_ HMT_224 (0.00%]0.13%|0%|0.00%|0%)
* = ¢ 5P225 Leptotrichia sp._ HMT_223 (0.00%|0.07%)|0%|0%|0%)
.
.

L

* * 5P44 Leptotrichia sp._HMT_417 (0.01%(0.76%|0%|0.04%|0.01%)

* * 5P146 Leptotrichia wadei_HMT_222 (0.00%|0.58%|0%|0.01%|0.00%)

* * 5P240 Leptotrichia shahii HMT 214 (0.01%]0.52%|0%|0.03%|0.00%)
= * * 5P80 Leptotrichia hongkongensis HMT 213 (0%|0.47%|0%|0.00%|0.01%)
* * SP337 Synergistetes [G] sp._ HMT_B52 (0.10%|0%|0%|0%:|0%)
* + o+ + = 5SP24T7 Olsenella sp. HMT BO7 (0%]0.11%|0%|0.00%|0%)
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_I-_* + + + + S5P2B3 Atopobium parvulum HMT 723 (0.02%|0.69%| 0%]0.00%|0.02%)

* & = + + 5PZ48 Atopobium rimae_HMT_750 (0%]0.06%|0%|0%|0%)
= = = = + GLP229 Lawsonella clevelandensis HMT 173 (0.00%|0.11%|0%|0.01%|0.00%)
'. '.:D 5P6 Corynebacterium mastitidis HMT_328 (48.27%]1.24%|67.22%|70.66%|50.8
* + = = = 5P143 Corynebacterium durum_HMT_555 (0.00%|0.25%|0%|0.01%|0.00%)
* = = = + 5P5 Corynebacterium matruchotii HMT 666 (0.01%|0.81%|0%|0.02%|0.01%)
*# + = = + 5P386 Corynebacterium vitaeruminis (0.06%|0.02%|0%|0%|0.00%)
* + = = = 5P100 Corynebacterium jeikeium_HMT_047 (0.01%|0%|0%|0%|0.30%)
—— ® = + O + G5P&4 Bifidobacterium pseudolongum (1.70%]0.06%|0%]9.05%|0.22%)

=
—

;

—— + « + « « 5P137 Scardovia wiggsiae HMT 195 (0.00%]|0.12%)0%]| 0% 0%)

+ @ » + + 5P11 Rothia mucilaginosa HMT 681 (0.21%|10.23%|1.38%|0.16%|0.37%)
- ® » « « 5P71Rothia dentocariosa HMT 587 (0.01%]|5.00%|0%|0.02%|0.06%)

+ « « + + 5P72 Rothia aeria_HMT 188 (0.00%]|1.29%|0%]0.02%|0.00%)

—— + *+ + + + 5P274 Peptidiphaga sp. HMT 183 (0.00%]|0.86%|0.01%|0%|0.01%)

*# = = = = LPeT4 Actinomyces cardiffensis HMT 850 {0%|0.05%|0%|0%|0%)
* ¢ & = = 5P255 Actinomyces lingnae_[Not Validly Published] HMT 181 (0.02%|0.20%
* o+ = =+ 5PZ08 Actinomyces sp._HMT_172 (0.00%|0.29%|0%|0.00%|0.00%)
= =+ + + 5P154 Actinomyces sp. HMT_180 (0.00%]0.09%|0%|0.00%|0%)
= = = = + 5P172 Actinomyces odontolyticus_HMT_701 (0.00%|0.20%|0%|0.00%|0.00%
— * ¢ * 5P108 Actinomyces graevenitzii_ HMT_866 (0.00%]0.74%| 0% 0%|0.03%)
= * + 5P558 Actinomyces naeslundii HMT_176 (0.00%]0.10%|0%|0.00%:]0%)
* * * 5P365 Actinomyces oris_HMT_893 (0.00%]0.11%|0%|0%|0%)
* = = 5P241 Actinomyces viscosus_HMT_B88 (0.01%]0.18%|0%|0.00%|0.00%)
= = + + G5P78Actinomyces sp. HMT_169 (0.00%]0.47%|0%|0.00%|0.01%)
* * * 5P66 Actinomyces sp._HMT_171 (0.01%|0.08%|0%| 0% 0%)
* * * 5P&5 Actinomyces johnsonii_HMT_849 (0%]0.05%|0%|0%|0%)
* = = = G5P436 Actinomyces gerencseriae HMT 618 (0.00%|0.05%|0%|0%|0%)
= = + + 5P231 Actinomyces sp._ HMT_448 (0%(0.06%|0%|0.00%|0%)
5P492 Fretibacterium fastidiosum_HMT_363 (0.00%|0.18%|0%|0%|0%)
* SP233 Fretibacterium sp. HMT_359 (0% 0.19%|0%| 0%|0.00%)
.

L = + =+ = 5P390 Treponema lecithinolyticum HMT 653 (0%|0.23%|0%|0%| 0%:)
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* ¢ 5P203 Treponema maltophilum_HMT_664 (0%]0.40%|0%| 0%|0%)

* * S5SP569 Treponema sp. HMT_260 (0%]0.05%|0%|0%|0%)
——— * + + + =+ 5P5T Treponema sp. HMT 270 (0%]0.22%|0%|0%|0%)

* o+ = = = 5P45 Treponema socranskii_ HMT_Te9 (0%]0.90%|0%|0%|0%)

— *+ ® + + + GP5E Treponema denticola HMT 584 (0%]6.54%|0%:]0%:]0%)
=+ + + + 5P138 Treponema sp._ HMT_551 (0% 0.05%| 0% 0% 0%)

=+ = = = 5P22]1 Treponema sp._HMT_237 (0%]|0.07%|0%|0%|0%)
o+ * + * * 5P116 Treponema sp. HMT 231 (0%|0.33%|0%|0%|0%)
-+ o+ + + + 5P190 Treponema vincentii HMT_029 (0%|0.08%]|0%]0%]0%)

Ll

+ + + + 5P195 Peptococcus sp. HMT 167 (0%]0.16%]| 0% 0%]|0%)

* + = = = 5P131 Selenomonas noxia HMT 130 (0%|0.22%|0%|0%|0%)

* + = = + 5P405Veillonellaceae_[G-1] bacterium_HMT_155 (0%]0.09%]0%|0%:| 0%
* + = = = 5PE3 5elenomonas sputigena_HMT_151 (0%]0.12%|0%|0%|0%)

=+ = = = G5P228 Megasphaera micronuciformis HMT 122 (0%|0.44%|0%|0%|0%)
* + = = = 5P372 Dialister pneumosintes_ HMT_736 (0%|0.26%| 0% 0% 0%)
— + + =+ + = 5P169 Dialisterinvisus_HMT_118 (0%|0.13%|0%|0%:|0%)
* & & = + 5P135 Gemella sanguinis_HMT_757 (0%]0.70%|0%|0%|0%)
=+ = + = 5Pl6 Gemella morbillorum_HMT_046 (0%]0.06%|0%]0%]0%)
* + = = + 5P184 Gemella parahaemolysans (0%|0.28%|0%|0%|0%)

* + = + 5P217 Abiotrophia defectiva HMT_389 (0%]|0.38%|0%|0%|0%)

+ + « « + 5P38S \eillonella rogosae HMT 158 (0%)0.16%| 0% 0% 0%)
+ + « « « 5P13Veillonella parvula HMT 161 (0%]0.60%]|0%]0%]| 0%)
+ 8 + « + SP1D4 Veillonella atypica HMT 524 (0%]|2.22%)|0%]|0%]0%)

= = * = = 5P82 Staphylococcus hominis HMT 127 (0%|0.06%|0%|0%|0.00%)
¢+ ¢ = + 5PZ84 Lactobacillus gasseri_ HMT_615 (0% 0.07%|0%| 0% 0%)
* + + + + 5P373Enterococcus faecalis HMT 604 (0.01%]0.10%|0%|0.02%|0.01%)
* & = = « 5P5Y3 Enterococcus casseliflavus HMT 801 (0.00%]0.12%|0%|0%|0.00%)
—— * * * * + 5P323 Lactococcus lactis HMT_804 (0%|0.16%|0%|0%|0%)
— * * * * =+ G§P40 Streptococcus mutans HMT 686 (0%|0.75%|0%| 0% 0%)
{ *# + & = = 5P&7 Streptococcus lactarius_ HMT 948 (0% 0.66%|0%|0%|0%)

- #= + = = = 5P119 Streptococcus peroris_ HMT_728 (0% 0.08%|0%| 0%|0%)
.|_— *= * = = = 5P168 Streptococcus sp. HMT _Ge2 (0%|0.07%|0%|0%:|0%)
¢« = = = + 5P102 Streptococcus gordonii HMT 622 (0%]1.71%|0%|0%|0%)

T * ¢ * * ¢ 5P48 Streptococcus sp._HMT_056 (0%]0.30%|0%|0%|0%)
= = = = + G5P455 Streptococcus intermedius HMT 644 (0%|0.09%)|0%| 0% 0%)
*# + =+ = = 5P147 Streptococcus anginosus_HMT 5435 (0%|0.78%| 0%|0%| 0%)

* o+ =+ = = 5PLGE Streptococcus acidominimus (0.00%|0.07%|0%| 0% 0.00%)
— + ® + + + G5P74 Streptococcus danieliae (0.01%]6.16%:|0.01%|0.00%|0.02%)
— * & & & & 5PIT75 Streptococcus thermophilus HMT 152 (0%|0.26%|0%| 0% 0%)

¢+ ¢ = + 5P402 Mycoplasma faucium_HMT_606 (0%|0.07%|0%|0%|0%)
* ¢ = = = G5PB4 Solobacterium moorei HMT 678 (0.01%]0.14%|0%|0.00%|0.01%)
* & = = + 5P69 Ruminococcaceae [G-1] bacterium_ HMT 075 (0.00%]0.05%|0%|0.01%|0%)
* = « + +« 5PGE3 Peptoniphilaceae_[G-1] bacterium_HMT_113 (0%]1.95%|0%|0%|0%)
= = + = ¢ G5P218 Clostridiales_[G] sp._ HMT_G74 (0%]0.57%|0%|0%|0%)

« & = = 5P244 Parvimonas micra HMT 111 (0.00%|0.32%|0%|0.00%(0.00%)

* * = 5P152 Christensenella timonensis (0.48%|0%|0%|0%|0.58%)
* = = = = 5P620 Clostridium paraputrificum (0.02%|0%|0%|0.04%|0.04%)

® =

* ¢+ + = 5P329 Clostridium perfringens (0.04%|0%|0%|0.05%|0.03%)
=+ + = + 5P204 Clostridium ventriculi (0%]1.09%|0%|0%|0%)

—— * * = © « G5P17]1 Faecalicatena orotica (0.71%|0.01%|0%|2.83%|0.34%)
{ * + = = + 5P60OY Lachnospiraceae [G-2] bacterium_HMT 096 (0.00%)0.04%|0%|0.01%| 0.

* * 5P576 Lachnospiraceae_[G-3] bacterium_HMT_100 (0%]0.06%|0%|0.01°

— e 4

= * = = = G5P110 Lachnoanaerobaculum orale HMT 082 (0.01%|0.17%|0%|0%|0.01%
« + = = = 5P339 Lachnoanaerobaculum saburreum HMT 494 (0.00%|0.07%|0%|0.0C
s s w
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* 5P378 Stomatobaculum sp. HMT_097 (0.01%]0.09%|0%|0.01%|0.02%)
* 5P185 Stomatobaculum longum_HMT 419 (0.00%|0.28%|0%|0%]0.00%)
e ¢ + + « « 5P371 Catonella morbi_ HMT_165 (0.00%]0.05%|0%| 0% 0%)
* * = = = 5P328 Lacnoclostridium hathewayi (0.17%|0%]0.03%]0.09%(0.11%)
* + = = * 5P478 Peptostreptococcus stomatis HMT 112 (0.00%|0.13%|0%|0.00%|0%)

*  5P1 Oribacterium sinus_HMT_457 (0.04%]0.14%|0%|0.05%(|0.03%)
* 5P170 Oribacterium asaccharolyticum HMT 108 (0.01%|0.10%|0%|0%|0.0
. [ * * * *
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substitutions/site

Eli ﬂ..?_: 0.4

« + + « « SPR19 Filifactor alocis HMT 539 (0%)0.05%| 0% 0%]0%)

* +« = = = 5P117 Peptostreptococcaceae [XI][G-9] brachy HMT 557 (0%]0.43%|0%|0.00
* * = = + 5P311 Peptostreptococcaceae_[XI][G-6] nodatum_HMT_694 (0%|0.12°

— = = * * * §P332 Mogibacterium timidum_HMT 042 [(0%|0.12%|0%|0%|0%)
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